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MetENP is a R package that enables detection of significant metabolites from metabolite information 
(names or names and concentration along with metadata information). MetENP provides enrichment 
score of metabolite classes, maps to pathway of the species of choice, calculates enrichment score of 
pathways, plots the pathways and shows the metabolite increase or decrease, and extracts and 
presents reaction, gene and enzyme information. 

MetENP is available as a R package (https://github.com/metabolomicsworkbench/MetENP), 
Jupyter notebook 
(https://github.com/metabolomicsworkbench/MetENP/blob/main/vignettes/MetENP_vignette_Jupyter_n
otebook.ipynb) and 
web resource (https://www.metabolomicsworkbench.org/data/analyze.php). 

A tutorial for the web-version is available at https://www.metabolomicsworkbench.org/data/MW-
MetENP-demo.pdf. A vignette is available at 
https://github.com/metabolomicsworkbench/MetENP/tree/main/vignettes.

https://github.com/metabolomicsworkbench/MetENP
https://github.com/metabolomicsworkbench/MetENP/blob/main/vignettes/MetENP_vignette_Jupyter_notebook.ipynb
https://www.metabolomicsworkbench.org/data/analyze.php
https://www.metabolomicsworkbench.org/data/MW-MetENP-demo.pdf
https://github.com/metabolomicsworkbench/MetENP/tree/main/vignettes


Example 1. Datasets already on Metabolomics Workbench 

How to use MetENPWeb: Steps

Click on Analyze 
Studies



Choose 
study

Study selection
https://www.metabolomicsworkbench.org/data/analyze.php

https://www.metabolomicsworkbench.org/data/analyze.php


Select MetENP



Select analysis and factor column
Direct URL: https://www.metabolomicsworkbench.org/data/analysis_factor.php?STUDY_ID=ST001140



Parameters

Choose factor 1

Choose factor 2



Results

For any difficulty in running 
the application, contact Mano 
Maurya (mano@sdsc.edu) or 
Sumana Srinivasan 
(susrinivasan@eng.ucsd.edu).

Download results as a combined 
zip file or individual files

Parameter values used 
are saved in 
MetENP_parameters.json
inside the zip file

mailto:mano@sdsc.edu
mailto:susrinivasan@eng.ucsd.edu


Visualization Plots



Visualization Plots
Metabolite enrichment plot Pathway- Metabolite network



Visualization Plots



Other Tools



Example 2. Custom dataset

User dataset

Click on Analyze 
Studies

https://www.metabolomicsworkbench.org/data/analyze.php

https://www.metabolomicsworkbench.org/data/analyze.php


Click here

https://www.metabolomicsworkbench.org/data/analyze.php

https://www.metabolomicsworkbench.org/data/analyze.php


Data Upload

Upload the 
metabolomics data.

Select the correct 
format

Check example files



Example upload

After you hit ‘Start Upload’ button, 
you can run the whole analysis like in 
Example 1



MetENP Jupyter notebook available on GitHub
https://github.com/metabolomicsworkbench/MetENP

Unix command to clone MetENP: git clone https://github.com/metabolomicsworkbench/MetENP.git MetENP

https://github.com/metabolomicsworkbench/MetENP


MetENP on Mybinder

https://mybinder.org/v2/gh/metabolomicsworkbench/MetENP/test01?filepath=vignettes%2FMetENP_vignette_Jupyter_notebook.ipynb

Search/find the studies of interest on the MW website, then use Jupyter notebook to do custom analysis related to that study.
Example study: https://www.metabolomicsworkbench.org/data/DRCCMetadata.php?Mode=Study&StudyID=ST000915

https://mybinder.org/v2/gh/metabolomicsworkbench/MetENP/test01?filepath=vignettes%2FMetENP_vignette_Jupyter_notebook.ipynb
https://www.metabolomicsworkbench.org/data/DRCCMetadata.php?Mode=Study&StudyID=ST000915


Questions

For any difficulty in running the application or other questions, contact 
Mano Maurya (mano@sdsc.edu), 
Sumana Srinivasan (susrinivasan@eng.ucsd.edu) or 
Shankar Subramaniam (shankar@ucsd.edu).

mailto:mano@sdsc.edu
mailto:susrinivasan@eng.ucsd.edu
mailto:shankar@ucsd.edu
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